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Inledning

Pa Svenska Kennelklubbens kennelfullmdktige 2001 fattades beslut om att det for varje
hundras ska finnas en rasspecifik avelsstrategi, (som i detta dokument fortséttningsvis
bendmns med férkortningen RAS). DG hundar och hundavel numera dr utsatta fér granskning
fran mdanga hdll, skulle detta vara ett stéd for framtida avel for ett hdllbart avelsarbete.

Europarddet presenterade 1987 en konvention fér hdllandet av sdllskapsdjur. Ddr pdpekades
bl.a. vikten av en sund och genetiskt hdllbar avel, d.v.s. en avel som inte leder till defekta eller
sjuka djur och som bygger pa Idngsiktighet. RAS dr ténkt att vara uppfédarnas hjélp och stéd i
det arbetet.

Enda sdttet att na dit, dr att landets uppfodare har som mdl att féda upp sunda hundar med
rastypiska egenskaper. SRBS godkdnde sitt forsta forslag till RAS for Bracco Italiano Gret 2008,
som sedan faststdlldes av Svenska Kennelklubben. Detta innebdir att det sedan dess har funnits
en avelsstrategi till stéd for uppfédarna i avelsarbetet av Bracco Italiano.

Generellt om rasen

Rasens historia, bakgrund och utveckling

Bracco ltaliano ar en av de dldsta staende fagelhundsraserna och har anvants for jakt sedan
rendssansen. Pa malningar fran 1300-talet finns jaktscener med hundar och falkenerare som
paminner om dagens staende fagelhundar (se nedan).

Rasen som var nastan utdod blev aterupplivad efter andra varldskriget, nar en grupp av
anhangare med Paolo Ciceri (kennel Dei Ronchi) i spetsen tog rasen tillbaka till sina
ursprungliga egenskaper genom en val genomtadnkt avelsstrategi. Rasen registrerades officiellt
under en enhetlig standard (efter att ha varit tudelad under en period) av ENCI (den italienska
kennel klubben) ar 1949. Den italienska Bracco Italiano tillhér FCl:s grupp 7 (Stdende
fagelhundar), rasklubben heter Societa Amatori Bracco Italiano, S.A.B.I. Mellan 1970-1975
registrerades endast 211 bracchi men sedan dess har rasen utvecklats och idag registreras runt
750 valpar varje ar i hemlandet.
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Nordisk braccohistoria

Det var pa en utstéllning i Verona ar 1990 som Kennel Olympos, fick upp 6gonen for rasen.
Till Sverige kom de tva forsta importerna, via Danmark 1994.

Rasen har sedan 6kat langsamt men stadigt och 2017 var populationen cal75 - 200 stycken
och rasen hade rekordstora registreringssiffror med 39 registreringar (varav 4 importer). 2018
var aven det ar da rasen for forsta gangen hade en uppfdodare, kennel Ensemble som lyckades
med bedriften att erhalla SKK:s bruksuppfodarpris.

En summering av Bracco Italianos arbetsbeskrivning

(en bearbetning av den italienska jaktprovsstandarden)

Gangarten ar en langstrackt, snabbt trav som medger vissa faser av galopp, vilka motiveras i
vissa situationer, men gangarten infor standet nar hunden fatt vittring ska vara trav. Soket ar
livligt och effektivt med ca 100 meters bredd och i serpentinmonster éver marken fran sida till
sida, med lagom djup anpassat till vind och markforhallanden. Braccon ska jobba med livlig
svans och resning och val buret huvud. Vid vittring saktar hunden gradvis ner, fortfarande med
hogt buret huvud, uppmarksamma 6ron men svansen halls under rygglinjen och rorelsen
avtar. Innan den fattar stand blir rérelserna allt mer smygande. Standet ar stramt med stel
svans, vilken halls latt lyft.

Om vittring kommer fran ett stérre omrade eller en flock faglar ar ofta huvudets hallning nagot
lagre i standet. Stand med lag nos och kroppshallning ar vanligast vid sok i medvind dar
vittringen blir plotslig och stand fattas snabbare. Om viltet inte trycker ska hunden driva det
mot vinden med langsamma smygande rorelser. Pa samma séatt jobbar den ofta pa l6pande
fagel. Karakteristiskt for rasen ska vara dess mjuka nara samarbete med sin forare — vi talar om
en hund som jobbar sjalvstandigt pa 100 meters hall, sa det som avses ar dess lyhordhet dven
for sin forare, trots sjalvstandigheten. Bracco Italiano anpassar sitt arbete efter terrdngen
vilket gor det mojligt att anvdanda den i manga typer av mark, da den anpassar sokets vidd efter
terrangen.

Overgripande avelsmdl fér rasen

SRBS har som ett 6vergripande mal att vacka intresse fér och framja avel med fysiskt sunda,
jaktligt och exteriort fullgoda Bracco Italiano dar vi bibehaller en sa bred avelsbas som mojligt i
rasen som helhet.

Bracco Italiano ska fungera i samhéllet och uppvisa de rastypiska mentala egenskaperna sdsom
palitlighet, vanlighet och dresserbarhet. | rasen ska vi inte heller méta hundar som visar
omotiverad radsla eller aggressivitet.

Vi ska ha en ras som lever Idinge utan héilsostérningar. Den genetiska variationen ska vara sd
stor som det nu dr méjligt och andelen anlagsbdrare av drftliga sjukdomar ska hdllas ldag.

Bracco Italiano ska besitta jaktliga grundegenskaper sasom viltfinnarférmaga, hog
dresserbarhet och foljsamhet. Det ska inom rasen finnas hundar som héavdar sig pa saval
praktisk jakt som pa jaktprov och som jagar i en rastypisk och unik jakttrav - sa som rasen ar
tankt att arbeta. Bracco Italiano ska ha en funktionell exterior och uppfylla standardens krav
pa rastyp och helhetsintryck. Vi ska motverka ytterligheter i rasens exterior.
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Genetisk diversitet

Sammantaget kan man utifran det underlag vi har utlasa, att Bracco ltaliano ar en relativt frisk

och sund ras men som gransar till inavelsdepression. Det dr oerhort viktigt att anvdnda sa
obeslaktade individer som mojligt och standigt arbeta for att bibehalla bredd och variation i
avelsarbetet. Att inte anvanda samma individer utan hellre vélja ett kullsyskon om mojlighet
finns.

Da avelsbasen i varlden i grunden ar smal ar detta oerhort viktigt sa att vi inte tommer
rasen mer pa genetisk variation. Var uppgift ar att bevara rasens unika féormagor som
helhet.

Helhetsintryck

| bakhuvudet maste foljande alltid finnas som ledande i avelsarbetet; utdrag ur FCl:s
rasstandard:

Bracco Italiano ska ha en stark och harmonisk kroppsbyggnad och ge ett kraftfullt
intryck.

Onskvart &r seniga ben och vilutvecklad muskulatur. Kroppsformens konturer ska
vara val definierade och huvudformen tydligt markerad. Skallens och nosryggens plan
ska divergera. Nosryggen ska vara rak eller nagot bojd. Dessa egenskaper bidrar
tillsammans till att ge rasen dess distinkta typ.

Bracco Italiano population och avelsstruktur

Svenska Rasklubben for Bracco Italiano och Spinone, SRBS har som ett évergripande mal att
vacka intresse for och framja avel med fysiskt sunda, jaktligt och exteriort fullgoda Bracco
Italiano dar vi bibehaller en sa bred avelsbas som majligt i rasen som helhet.

Da rasens framtid och utveckling grundar sig pa uppfddarnas val av avelsdjur maste klubben
arbeta for att hjéalpa och stddja uppfodarna i arbetet med ett langsiktigt, malinriktat och
hallbart perspektiv.

Baserat pa de tre vetenskapliga analyser som gjorts vid Pisa universitetet i Italien dar man
analyserat inavelsgraden utifran stamtavlor, genetiskt och utseendemassigt fann man att:

— for att undvika en betydande inavelsdepression i framtiden bér man anvéinda en
strategi for att minska inavel genom att identifiera tikar och hanar med ldgst
sléiktskap och anvéinda dessa i avel. Det vill séiga man madste séitta den genetiska
diversiteten fére alla andra egenskaper i rasen.

Se bifogade bilagor:

Bilaga 1 Genetic Variability in Bracco Italiano Dog Breed Assessed by Pedigree Data.pdf
Bilaga 2 Genetic variability of the Bracco Italiano dog breed based on microsatellite
polimorphism.pdf

Bilgag 3 Genetic_variability_of the Bracco lItaliano_dog_bre.pdf
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Nul&gesbeskrivning

Populationsstorlek, registreringssiffror

BRACCO ITALIANO

Stang flik
® Statistik registrering
Registreringsar: | 2009 v | - 2018 v Visa
Antal regfér 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018
Tikar (varav importer) 9 (3) 6 (2) 3 8 7 (4) 16 (5) 14 (8) 19 (2) 21 (2) 8 (3)

Hanar (varav importer) 11 (2) 8 (2) 7 (3 11 (2) 7 (2) 11 (3) 7 (4) 15 (1) 19 (2) 9 (1)
Totalt 20 (5)| 14 (4) 10 (3)| 19 (2)| 14 (6) 27 (8) 21 (12)| 34 (3)| 40 (4) 17 (4

Importer kan visas fr.o.m. 2004

2003 2010 2011 2012 2013 2014 2015 2016 2017 2018

[ Tikar [l Hanar [] Totalt

Dagens registreringssiffror ligger runt 21 - 22 individer med i medeltal 5 importer per ar. Av de
76 registrerade kullar fddda mellan 2009 - 2018 &ar har mer @n 10 individer samma far i (i vissa
fall ar en hane far till mer an fyra kullar) och mer dn 14 individer har samma mor.

Vad galler importerna sa har till exempel tva kullbroder importerats och sedan importeras 4
avkommor till en av dessa. En av dessa avkommor ar far till 2 kullar och har dar till en
importerad avkomma. Nagra ar senare registreras tva importerade halvsyskon, sedan kommer
tva barnbarn till sasmma hane. Av de 76 kullarna i Sverige under perioden ar 13 syskon, barn
och barnbarn till samma individer.

Sa dels har vi en repetitiv anvandning av vara inhemska tikar, (vilket ar naturligt), men de
hundar som importeras ar nara besldktade och istallet for att bredda avelsbasen gér de den
annu smalare. Forklaringen till detta ar att manga av importerna ar tankta som rena
séllskapshundar, da efterfragan pa valpar varit storre an tillgdngen i Sverige.
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Genomsnittlig kullstorlek

BRACCO ITALIANO | Aktivera -
Stiing flik

D Djur anvinda i avel

Hundar anvéinda i avel mellan: 1 1995 -2018 kullstorlek + Visa

1995 1997 1998 1999 2000 2002 2003 2004 2005 2006 2007 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018

Kullstorlek genomsnitt 10,0 100 50 40 60 34 30 50 45 55 40 30 75 100 30 75 23 48 45 62 72 43

Antal kullar 1 1 1 2 1 5 2 7 2 2 4 1 2 1 3 2 3 4 2 5 5 3
(Ar = fodelsafr)

10

8

1985 1997 1998 1999 2000 2002 2003 2004 2005 2006 2007 2008 2009 2010 20m 2012 2013 2014 2015 2016 2017 2018 2019 2020

[ Kullstorlek genomsnitt

Avser Overlevande valpar i fédda kullar.

Inavelstrend (inavelsdkning), fordelning parningar

BRACCO ITALIANO

Sténg flik

D Inavelstrend
Visa fr.o.m.: t.o.m.: Typ: [inavelsgrad :] Visa

2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018
Inavelsgrad 0% 23% 82% 27% 2,1% 1,7% 0% 07% 1,2% 1,3% 0,5%
Rasens genomsnittliga inavelsgrad. Berdknad éver 5 generationer.

MNoW B - o

2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018

[ Inavelsgrad



SVENSM KENNELKLUBBEN RAS-dokument avseende Sida

HUNDAGARNAS RIKSORGANISATION Bracco Italiano 9/42

Inaveln i kullarna som sadana har sjunkit for varje ar, men det hjalper inte da de individer som
anvands till de olika kullarna ar nara besldktade. Kullen som sadan kan ha lag inavelsgrad men
den okar slaktskapet i populationen som helhet. En risk i detta kan vara att verktyg beraknar
inavlesgraden i kullen men inte effekten pa populationen.

Darfor blir aven berdkningen i avelsdata ofta felaktig och anger en lagre inavelsgrad &n vad
som verkligen &r fallet. Detta pa grund av att en och samma individ kan ha mer an fyra olika
registreringsnummer, exempel: ett fran Italien, ett fran Sverige, ett fran Finland, ett fran Norge
och ett fran Danmark. Beroende pa hur lang tid individen statt i respektive land kommer
avkomman att fa en féralder med ett utlandskt eller ett inhemskt nummer. Sa i en kull som ser
ut att ha lagt slaktskap kan inavelsgraden vara hogre an kusinparning nar man beraknar den
faktiska inavelsgraden. Pa sikt kan detta bli ett problem.

Utanfor Sverige

Ser vi till ett av de fa lander vi kommer at statistik for sa ligger inavelsgraden per kull pa i genomsnitt
3.0% i Storbritannien ar 2018

Anvdndning av avelsdjur, dlder forsta valpkull, avkommor per avelsdjur, barn-barn

Djur anviinda i avel

Husdar anvieds | avel mellan: 1990 - T018  Typ: | dur arvinda e 7

065/ 1607 1900 1665 3000 2003 3003 2004
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BRACCO ITALIANO

Hundar anviénda i avel mell 2007 2020 Typ: [ 3lder férsta valpkull ¢J Visa
Foraldradjurens 8lder vid forsta valpkull. Kullar fodda 2018 (Totalt 3 st).
0-6 mdnader 7-12méanader 13- 18 ménader 19 -24 ménader 2-3&r 4-
Moder 0 0 0 0 1
Fader 0 0 ] 1 ]
Totalt 0 0 0 1 1
Féraldradjurens Slder vid forsta valpkull. Kullar fodda 2017 (Totalt 5 st).
0- 6 mdnader 7-12 ménader 13- 18 manader 19 -24 ménader 2-33&r 4-
Moder 0 0 0 0 3
Fader 0 0 0 0 1
Totalt 0 0 0 0 4
Féraldradjurens &lder vid forsta valpkull. Kullar fédda 2016 (Totalt 5 st).
0 - 6 mdnader 7 -12 minader 13- 18 m3nader 19 - 24 mnader 2-33&r 4-
Moder 0 0 1] 0 1
Fader 0 0 0 1 2
Totalt 1] 0 0 1 3
Foraldradjurens 8lder vid forsta valpkull. Kullar fodda 2015 (Totalt 2 st).
0-6 mdnader 7-12méanader 13- 18 ménader 19 -24 ménader 2-3&r 4-
Moder 0 0 0 1 1
Fader 0 0 0 0 2
Totalt 0 0 0 1 3
Féraldradjurens Slder vid forsta valpkull. Kullar fodda 2014 (Totalt 4 st).
0- 6 manader 7 -12 m3nader 13- 18 m3nader 19 - 24 manader 2-33r 4-
Moder 0 0 0 0 0
Fader 0 0 0 0 1
Totalt V] 0 0 0 1

6 &r

6 ar
1
0

Sténg flik

7 &r och &ldre
0
0
0

7 &r och ldre
0
0
0

7 &r och 3ldre
(]
0
0

7 &r och &ldre
0
0
0

7 &r och dldre
1
1
2

Djur anvanda i avel

Totalt
2
3

Totalt
3
2

Totalt
2
4

Totalt
2
2

Totalt
2
2
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Foraldradjurens 8lder vid forsta valpkull. Kullar fédda 2013 (Totalt 3 st).

0 - 6 minader 7 - 12 manader

Moder 0 0
Fader 0 0
Totalt 0 0

13 - 18 mdnader 19 - 24 mdnader 2-38r 4-
0 0 (]
0 1 1
0 1 1

Féraldradjurens &lder vid forsta valpkull. Kullar fédda 2012 (Totalt 2 st).

0 - 6 manader 7 - 12 manader

Moder 0 1]
Fader 0 0
Totalt 0 0

13 - 18 ménader 19 - 24 manader 2-33r 4-
0 0 1
] ] 1
0 0 2

Férildradjurens 8lder vid férsta valpkull. Kullar fédda 2011 (Totalt 3 st).

0 - 6 mnader 7 - 12 manader

Moder 0 0
Fader 0 v]
Totalt 0 0

13 - 18 m3nader 19 - 24 m3nader 2-38r 4-
0 0 1
0 0 2
0 0 3

Féréldradjurens Slder vid férsta valpkull. Kullar fédda 2010 (Totalt 1 st).

0- 6 m3nader 7 - 12 manader

Moder 0 1]
Fader 0 0
Totalt 0 0

13 - 18 manader 19 - 24 manader 2-33r 4-
0 0 0
0 0 1
0 0 1

Féraldradjurens lder vid forsta valpkull. Kullar fédda 2009 (Totalt 2 st).

0 - 6 mnader 7 - 12 manader

Moder 0 0
Fader 0 vl
Totalt 0 0

13 - 18 mdnader 19 - 24 mdnader 2-38r 4-
0 0 1
1 (] 0
1 0 1

Féréldradjurens 3lder vid férsta valpkull. Kullar fédda 2007 (Totalt 4 st).

0- 6 m3nader 7 - 12 m3nader
Moder 0 0
Fader 0 0
Totalt 0 0

13 - 18 manader 19 - 24 m3nader 2-33r 4-
0 0 0
0 0 2
0 0 2

6 ar

6 ar
2
0
2

7 &r och &ldre
0
0
0

7 &r och ldre
0
0
0

7 &r och aldre
0
0
0

7 &r och ldre
0
0
0

7 &r och aldre
0
0
0

7 &r och ldre
0
0
0

Totalt

Totalt

Totalt

Totalt

Totalt

Totalt
2
2
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Mal & Strategier

Kortsiktiga och langsiktiga mal

En god avelsstruktur ar en forutsattning for att forebygga halsodefekter kopplade till hog
inavelsgrad. Vi har en ras som utgar fran en mycket liten avelsbas. Kopplingen mellan funktion
och exterior ar viktig for rasens avelsstruktur. Med nya RAS som faststalls 2020 vill vi med vara

nya mal och strategier arbeta for rasen och stodja rasens avelsstrategi.
i BRACCO ITALIANG !

® Avelsstruktur - barnbarn
Visa: |tabell v Kén: Hanar ¥ Svenskfodda barnbarn, antal: ’ t.o.m.: ;2018 | Visa
* Gvriga &r de ej svenskfddda avkommor/barnbarn som finns | SKKs databas, t.ex. importer ach tévlingshundar.
Dessa raknas 2f med i rasstatistik,

Antal hundar: 30
Regnr Hundnamn O0BS! Fad.&r Sv.fodda avk. * Ovr. avk Sv. barnbarn * Ovr. barnbarn
S46591/2008 ENSEMBLE PIPPIS LILLA GUBBEN 2008 15 2 37 1]
FIN37335/08 GALANTUOMO DI CACCIOLA 2007 1] 10 34 4
LOICIS 7347 TITANO DEL TROVESE 1993 4 3 32 g
549957/96 MINOSSE 1995 20 4 26 1
555414/95 OLYMPOS FELICE ANNO NUOVO 1994 10 6 24 I
S52772/2000 ENSEMBLE APOLLON 2000 13 0 23 6
568354/2008 HEINAARON AMICO INTIMO 2008 T 0 23 1]
515956/97 CARUSO 1996 11 3 20 6
549109/99 NUITS BRUNELLO DI MONTALCING 1999 ] 1t 15 2
SE30633/2014 POLCEVERA'S MARCUS 2005 5 2 13 1]
DKO0785/2004 OLYMPOS BRUTTO MA BUONO 2003 3 4 12 4
SE53917/2011 ZEUS COMPATRIOTA DI BONFINI 2011 5 0 12 1]
ROI13/56672 POLCEVERA'S SOGNQ 2013 7 ak 9 0
SE44455/2010 NUITS TRAMONTANA 2010 2 0 9 1]
DKO1555/94 OLYMPOS FELICE ANNO NUOVQO 1994 1] T g 10
FIN14602/01 HEINAARON COCCO DI MAMMA 2001 7 4 g 6
LOI0S/86839 AXEL DEL MONTE ALAGO 2005 10 2 T 6
S56477/2009 ENSEMBLE COFFEA 2009 10 0 6 1]
SE27500/2011 PAUSO DEI BRICCHI 2002 1] 3 5 5
S20651/2009 TIPS BELLO ROBERTO 2008 2 0 4 1]
DK19098/2001 OLYMPOS IL MIO BEL SOGNO 2001 1] 2 3 4
536075/2007 NUITS BARONE RICASOLI 2007 10 o 2 o
FI122093/12 FIKRET'S FUEL FOR THE FIRE 2012 9 0 2 1]
o

Mal:

Att bibehalla och om majligt sdnka nivan pa inavelsgraden i rasens population som helhet.
Idag ar inavelsgraden i en genomsnitts Bracco Italiano pa en genetisk diversitet motsvarande
en inavelsgrad pa 6,3%.
Det finns idag inget bra verktyg for att se inavelsgraden i en individ eller om en kull i sig 6kar
inavelsgraden i populationen, mer dn att berdkna det manuellt. Detta har patalats for SKK och
man jobbar fér en l6sning, men nar den kommer vet vi inte. Det enda verktyg vi har i nulaget
foljande

—  Skriv ut en 8 ledsstamtavla. Berdikna individens inavelsgrad.

— Eller genom att gentesta bada férdldradjuren.

Strategi:
e Fortlopande informera om vikten av att jobba for en sankt inavelsgrad i rasen som
helhet.
e Genom klubbens samtliga informationskanaler sprida kunskap om genetik och avel.
e Stimulera till uppfodartraffar och utbildningar.
e Attvid rad om val av avelsdjur inte vélja individer ur linjer/hundar/familj som redan ar
mycket representerad i populationen.



\ SVENSM KENNELKLUBBEN RAS-dokument avseende Sida

HUNDAGARNAS RIKSORGANISATION Bracco Italiano 13/42

e Attinte stirra sig blind pa kullens inavelsgrad utan se till rasen och populationen som
helhet.

e Genom klubbens samtliga informationskanaler sprida kunskap om genetik, avel och
hanhundsagarens ansvar.

Mal:
Synliggora vikten av koppling mellan funktion och exterior

Strategi:
e Hos uppfédare och hanhundsdgare 6ka kunskapen om sambandet mellan exteriér och
funktion samt om rasens olika typer.
e Arrangera informationstillfallen dar saval jaktprovs- som utstéllningsdomare
medverkar.

Halsa

Nuldgesbeskrivning

Da rasen ar sa numerart liten i Sverige och i varlden att nagon statistik inte finns tillganglig fran
forsakringsbolagen har vi valt att forsoka sammanstélla de fakta vi kunnat hitta fran olika hall i
vérlden till en gemensam informations bas. Da rasen inte inom den narmaste femarsperioden

inte antas bli sa talrik att den ger en mer tillforlitlig statistik borde denna kunna ligga till grund

for jamforelse med den statistik som en standig blankett och frivillig hdlsodatabas i rasklubben
skulle kunna bidra med den narmaste perioden.

Den storsta dodligheten i Storbritannien ar njursjukdom (vilken det pagar forskning kring i USA
och som hittills tycks vara bade familjar och arftlig)

Svar fran ett av de storre forsdkringsbolagen var att de dessvarre inte kan ta ut nagon
tillforlitlig skadestatistik for rasen pga. det laga antalet individer och skaderegleringar, dock ar
vi vdlkomna att hora av oss igen infor nasta RAS arbete da sifforna da kanske ser annorlunda ut
an idag.

Positiv kand statistik fran Finland ar:
e Knan Samtliga i Finland undersékta hundar under perioden 2014-2018 UA
e Hjarta Samtliga Finland undersékta hundar under perioden 2014-2018 UA

Mortalitet

Finland — fram till 2018 ar genomsnittsaldern vid dod 8 ar och de som avlider av alder har en
medelalder pa 6ver 11 ar. Annars ar dodsorsaken i fallande ordning:

1. Cancer & tumorer vanligast dodsorsaken 14 av 76
Ospecificerad dodsorsak 13 av 76

Dddsorsak finns inte med i listan 12 av 76

Lever mage/tarm sjukdom 9 av 76

Alderdom 8 av 76

e wN
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6. Eutanasi utan diagnos av sjukdom 7 av 76
7. Olycka eller trafikskada 5 av 76

Storbritannien — 2018 presenterades resultaten av en halsoundersdkningsenkat som gjordes
pa 18 hundar. 8 av hundarna rapporterade akommor och en majoritet av hundarna, 10
stycken, rapporterades fullt friska. Nedan foljer rapporterade akommor i fallande ordning:

Lymfkortelcancer, (Lymphoma)

Hudcystor

Kronisk njursvikt

Kryptorkism

Immunmedierad inflammatorisk artrit, (immune mediated polyarthritis) (IMPA)
Keratoconjunctivitis sicca (KCS, torra 6gon)
Lipoma, fett svults

Oroninflammation

. Bakteriell hudinfektion, (pyoderma)

10. Hudcancer/tumor

11. Fettknolar

12. Navelbrack, (umbilical hernia)

WO NOWURWNPE

Av de 18 hundar som ingatt i undersokningen ar de tva vanligaste rapporterade sjukdomarna
lymfkortelcancer och hudcystor och den enda rapporterade dédsorsaken var njursvikt.

Sjukdomar

Finns noterade om rasen i varlden tom juli 2019:
1. Bettfel - Trang underkike

Cancer - Hudcancer/tumor, cancer i buk

ED - 0/1 (FI); Grad 1 (7 st) (Sverige); Grad 2 (2st ) (Sverige)

Fertilitet - Infertil

HD - DD svenskfédd men exporterad hund (Fl), D (4st) (Sverige), C (15st) (Sverige)

Hud — Svamp i 6rongangen, Pyoderma (bakteriell hudinfektion), Demodex, Knélar och

cystor i huden, fettknélar i 6rat som orsakar 6roninflammation eller smarta

7. Immunbristsjukdomar - Immunmedierad inflammatorisk artrit (IMPA) (inflammatorisk
artrit orsakad avimmunforsvaret som reumatoid artrit eller idiopatisk artrit)

8. Kryptorkism (en missbildning hos hanar bestaende i att testiklarna ej vandrat ner i
pungen under fosterutvecklingen.

9. Lever & Galla - Porta cava shunt (PSS) en medfodd eller en forvarvad karlmissbildning i
levern.

10. Lymfom (Malignt lymfom, blodcancer, dr en mycket allvarlig och tyvarr inte ovanlig
sjukdom hos hund.)

11. Magomvridning

12. Njurar - Kronisk (langvarig) njursvikt & renal dysplasi tidigare kallat PNP, &r en
utvecklingsrubbning som definieras av en onormal utveckling av njurvdavnaden. Den
onormala utvecklingen av njuren (sjalva grundorsaken till sjukdomen renal dysplasi)
sker redan hos fostret i livmodern eller hos den nyfédda valpen.

13. Navelbrack

@ unhk wWwN
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14. UAP - Ununited anconeal process eller ofullstandig forbening av processus anconeus
en tillvaxtplatta i armbagen. Tillstandet leder till en helt eller delvis 16s processus
anconeus. Broskforbindningen kan vara stabil en langre tid och fraktureras forst
senare. Darfor kan UAP forekomma dven hos aldre hundar utan tidigare kliniska
besvar. Diagnosen stélls da hunden passerat 20 veckors alder.

15. Rygg - Lumboscral évergangskota LTV3 (osymetrisk 6vergangskota) (Fl)

16. Ogonsjukdomar - Bakrepolir katarakt (Fi), Cherrry Eye (It), Distichiasis
(Internationellt), Ektropion (Fi/It),Entropion (Fi/It), Katarakt (It),Keratoconjunctivitis
sicca (KCS, torra 6gon), Retinal Dysplasi — focal / multifocal (It)

Kdélla: Guandalini A. Inherited eye diseases in the Italian Breeds. ECVO Satellite Meeting, Trieste
(Italy), 27/05/2012

Internationell killa: ACVO genetics committee

Finsk kdlla: Finska kennelklubbens databas

Bekédmpningsprogram och DNA tester i andra Iéinder

| Storbritannien rekommenderas njurfunktionstest for amyloidos.

Andra inrapporterade sjukdomar ar: Entropio, Ektropion, Cherry eye & Glaucom och primar
lins luxation (PLL) samt magsacksomvridning och infektioner i hudveck.

Kdlla The Kennel Club UK

Kortsiktiga och langsiktiga mal for halsa
Aven om Bracco Italiano ar en generellt frisk ras med fa problem s& dr hilsofragorna alltid i
fokus.

MAL:
Att kontinuerligt bevaka utvecklingen av rasens halsa och regelbundet informera om detta.

Strategi:

e Kontinuerligt utvardera statistik fran forsakringsbolagen gallande veterinarvard och liv,
annu ar var ras numerart for liten an for att en sadan statistik ska ha funnits tillganglig
fran nagot bolag.

e Utveckla en dodsfallsrapportering online via hemsidan, liknade den finska
kennelklubbens for att kunna jAmfora statistiken.

e Halla oss uppdaterade om aktuell forskning.

e Stddja forskning kring allvarliga halsostérningar i rasen och skapa goda kontakter med
specialistkompetens.

e Skapa och uppmuntra uppfddare att anvanda den checklista som finns i klubben for
egen utvardering av valpkullarnas halsostatus.

e Attlagga ut en stadigvarande halsoenkat pa klubbens hemsida for aren 2020-2025 som

den enskilde hundagaren kan fylla i nar tid och intresse finns.

Mal:

Att jobba for att 6ka andelen hundar med 50 % med kdnd hoftledsstatus i jamforelse med
foregaende ar.
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Strategi:

e Genom information till hundagare och uppfodare poangtera vikten av att s manga djur
som méjligt har kand status pa hoéftleder for att kunna gora sakrare riskbedémningar.

e Fortsatta bevaka kvalitetssakringen av réntgenavlasningen.

e Folja utvecklingen av och informera om réntgenrutiner.

e Kontinuerligt informera om vikten av att minst 50% av avkommorna i en kull bér ha kand
HD status for att kunna gora en avelsutvardering alls och minst 70% for att kunna géra
en korrekt avelsutvardering.

e Att noga félja och analysera och arligen folja upp foérdelningen mellan de olika graderna.

Mentalitet & bruksegenskaper

Nulagesbeskrivning
Utdrag ur FCI-nummer 202, rasstandard for Bracco Italiano

”Bracco Italiano dr hdrdig och Iémpad fér all sorts fageljakt. Rasen dr pdlitlig, lugn, ldtt att
trdna och begdvad med utmdrkt férmdga att férsta”.

Bracco Italiano ar palitlig och intelligent med hog dresserbarhet. Rasen ar uthallig och lattlard.
Den ar mycket tillgiven sin familj. Karakteristiskt for rasen ska vara dess mjuka nara samarbete
med sin férare — vi talar om en hund som jobbar sjalvstdandigt pa 100 meters hall, sa det som
avses ar dess lyhordhet for sin forare, trots sjalvstandigheten.

For en jakthund som Bracco Italiano ger jaktprov i olika former en bra kunskap om
mentaliteten.

Vi vet fran utvarderingar inom de flesta raser att med 6kad popularitet kommer minskat mod,
Okade radslor och sankt nyfikenhet. Vi vill kunna stdvja en sadan utveckling i rasen genom att
Oka intresset for mentalitet. Vi fortsatter darfor arbetet med att sprida kunskap om skillnad
mellan att vara “reserverad” och att vara radd.

SRBS har inte haft ndgon mentalbeskrivning, och sporadiska tester har gjorts av enskilda
hundagare.
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BRACCO ITALIANO
Sting flik
@ BPH - 6versikt
Typ: (oversikt *] Fodelsear: (2008 ¥) - (2018 %) visa
5
Sammanstélining per ar 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018 Totalt for 2008-2018
Antal fodda 3 15 10 9 15 7 19 9 31 36 13 167
Antal starter BPH 1 ak 1 5 8
varav genomférda BPH 1 il 1 5 8
Med skott 1 1 1 5 g
varav - hanar 1 1 1 2 5
varav - tikar 0 0 0 <l 3
Utan skott 0 0 0 0 0
varav - hanar 0 0 0 0 0
varav - tikar 0 0 0 0 0
Agaren avstir skott 0 0 0 0 0
Beskrivaren avbryter 0 0 0 0 0
Agaren avbryter 0 0 0 0 ]
Oacceptabelt beteende 0 0 0 0 0
Férdjupad genomgang 0 ] 0 0 0
BRACCO ITALIANO
Sténg flik
@ MH-dversikt
Typ: ( MH-6versikt %] Fodelsear: (2008 %) - (2018 +) Visa
Sammanstalining per ar 2008 2009 2010 2011 2012 2013 2014 2015 2016 2017 2018
Antal fédda 3 15 10 9 15 7 19 9 31 36 13
Kand mental status o o o = = 1 1 o = = =
varav - hanar - - - - - 1 1 - - - -
- tikar = = = = = = = = = = =
Beskrivaren avbryter = = = = = = = = 1 = =

Agaren avbryter - - - = = = = = - - -
Avbrutit MH (fore 2002-07-01) = - - - - - o = - - -
Oacceptabelt beteende - - - - - = o o = - -
Agaren avstar skott = = = - - - - - - - _
Avsteg frén avreaktion - - - = o - - - - - -

Mal
Beskrivning av kortsiktiga och Idngsiktiga mal

Mal:
Att informera om vikten och nyttan av socialisering
och att bevara lattdresserbarhet, palitlighet och lugn.

Strategi:
e Oka intresse och kunskap bland uppfédare om vikten av socialisering och traning.
e Oka intresset fér MH och BPH.
e Informera och bevaka information kring mentalbeskrivning.
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Nulagesbeskrivning.

Jakt & funktion

Bracco Italiano ar en kontinental stdende fagelhund. For att bibehalla jaktegenskaper i rasen
arbetar vi vidare utifran tidigare satta mal. Da det pa senare ar tillkommit en nyboérjarklass pa
jaktproven har den framjat antalet jaktprovsstarter pa ett gott satt.

Jaktprov

Jaktproven for Bracco ltaliano bestar av tva delar dels en eftersoksdel och dels en jaktlig del i
form av fagelarbete. Eftersoket ar ett apporteringsprov i vatten dar hunden apporterar fagel.
Provet behover bara avlaggas en gang i varje klass men kan avldggas sa manga ganger man vill.
Jaktdelen kan ske pa falt, fjall eller i skog, men under perioden 2014 - 2018 har enbart starter
pa falt skett.

Eftersoksgrenar 2014-2017

e 172 starter fordelat pa 48 individer med 37 olika forare
resulterade i att 77% av starterna erhdll betyg 5 och over.

e Genomsnittsbetyget dr 6.8 pa det samlade betyget om man slar ut det éver alla klasser
och ar.

e Betyg 0 tilldelades 19% av hundarna. Nast intill samtliga nollor orsakas av att hunden
vagrar ga i vattnet, utom i elitklass da de inte lyckas I6sa uppgiften

e Betyg1-3-Utdelasej

e Betyg 4 - tilldelades 3 % (alla har egenskapspodng 3 pa simteknik) orsaken har varit allt
fran omstandlig leverans till att den lagger ner fageln i strandkanten

e Betyg5 - tilldelades 3 % oftast beroende pa att de bara tar fageln till strandkanten och
ej till foraren

e Betyg 6 - tilldelas 7 % (dessa hundar har oftast simre egenskapspoang pa simteknik an
de som far betyg 4 eller 5) samtliga hundar lagger ner vid forarens fotter och vagrar ta
upp

e Betyg 7 - tilldelades 6 % av hundarna. Egenskapspodngen pa simtekniken var
genomgaende 3 medan vattenpassionen varierade fran 2-4 och orsakas av allt fran
tveksam igang till att hunden lagger ner fageln vid forarens fotter. Man far intrycket av
att det ar okej jobb men det fattas det dar lilla extra.

e Betyg 8 - tilldelas 14 % av hundarna och orsakas av varierande orsak fran tveksam
igang till daligt grepp eller att den lagger ner | strandkanten. Manga hundar har far
egenskapspoang 3 pa simteknik men med kommentaren ”plaskande” - vilket ar mycket
motsagelsefullt.

o Betyg9 - tilldelas ndarmare 19 % av hundarna dessa hundar har generellt
egenskapspoang 4 pa vattenpassionen (22 % har dock kommentaren tvekar vid igang i
vattnet) och egenskapspoang 3 pa simtekniken, men har framfor allt ssmre avlamning
dn 10-podngarna, nagon tuggar pa viltet eller lagger till och med ner fageln (da ligger
detta inom ramen for ett 1:a pris).
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e Betyg 10 och full pott tilldelades 30 % av hundarna som har sndppet battre simteknik
och vattenpassion, vi pratar promille, an de med betyg 9. De har oftare utmarkta
avlamningar!

Under perioden skedde en regelrevidering och kriterierna ar darfor inte de samma under hela
perioden vilket paverkar resultatet under olika ar — varfoér en detaljredovisning inte blir
informativ har. Se bilaga fér mer information och detaljerad redovisning ar for ar.

Faltprov 2014-2016

e 166 starter fordelat pa 23 individer fran 11 olika uppfodare.

e Resulterade i 13% 1:a pris oavsett klass, 20% 2:a pris , 6% 3:e pris oavsett klass & 61%
starter med 0-pris

e 33.3% av hundarna som gar till pris, erévrar 1:a pris, 51.5% av hundarna som gar till
pris, erévrar 2:a pris och ca 15% gar saledes till 3:e pris

e Alla prov var faltprov
e Antalet domare var 16 stycken
e Endomare domde 24% av starterna

e Antalet forare var 16 stycken som gjorde mellan 1-47 starter var. Den vanliga variabeln
ar antingen att foraren startar 1-4 ganger, 8-10 ganger eller 20-25 ganger

e Hundarna som startades dessa ar var registrerade mellan 2007 - 2016 med ett
alderspann fran 15 manader - 8 ar

e Hos unghundarna kan man utldsa att det framst ar farten som fattas hos de som gar till
3:e pris, 2:a pristagarna tenderar att ha ojamnare reviering an 1:a pristagarna —om
man nu ska forsoka utldsa en tendens.

e | 6ppen klass kan man utldsa att det ar en kombination av fart, vidd och reviering som
fattas hos de som gar till 3:e pris, 2:a pristagarna tenderar att ha mindre frisk avance
an 1:a pristagarna — om man nu ska forséka utlasa en tendens.

e | elitklass kan man utldsa att det framst ar vidden och revieringen som fattas hos de
som gar till 3:e pris, 2:a pristagarna tenderar att ha mindre bra avance dn 1:a
pristagarna — om man nu ska férsoka utldsa en tendens.

¢ Ingen hund har pa nagot prov sekunderat eller rapporterat enligt protokollen

e Endast tva hundar har fatt kommentaren JA pa rotar

Kortsiktiga mal for jakt & funktion

Mal

Att under en femarsperiod arbeta for att minst 20 procent av antalet registrerade hundar per
ar ska startas pa jaktprov

Strategi
e Oka kunskapen om rasens funktion hos uppfédare, hundédgare och valpspekulanter.
e Hitta metoder for att fa fler uppfodare och hundégare att komma till start.
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e Stimulera till utbildning av funktionéarer fran de egna leden.

Mal
Att sdkerstalla att jaktprovsdomarna medvetandegérs om vikten av att notera i kritiken att
Bracco Italiano travar i raskarakteristiskt jakttrav under ett prov.

Strategi

e Arligen sammanstalla resultaten pa jaktprov for att flja utvecklingen i rasen.

e Kontinuerligt informera om jakt och funktion via klubbens samtliga
informationskanaler.

e Stimulera till traningstillfallen och utbildningsinsatser med syfte att fler ska starta pa
jaktprov och vara val férberedda.

mal
Att minst 5 hundar (unika individer) arligen startar pa jaktprov.

Strategi:
e Hitta metoder for att fa fler Bracco-agare att starta pa jaktprov.
e Att stimulera till fler tréaningstillfallen och 6kade utbildningsinsatser med syfte att fler
ska komma till start pa jaktprov.

Mal
Att andelen prisbelonade starter pa jaktprov ar 45 procent

Strategi
e Verka for att jaktprovsekipagen ar val férberedda for start pa jaktprov genom att

stimulera till traningstillfallen.
e Visa upp goda forebilder i rasen sdsom framgangsrika ekipage och duktiga hundar
inom det jaktliga omradet.

Exterior

Nulagesbeskrivning

Exterirbedémning/Exteriéra 6verdrifter

Generellt ar Bracco Italiano en sunt byggd och stark hund och uppfyller rasstandarden.

Dock finns det brister att forbattra:

Rasen tenderar att ha mer och mer 6vervinklade knaleder och kors som inte har ratt vinkling.
Hud -Bracco ltaliano ska ha ett tjockt skinn. Skinnet ska skydda vid svarframkomlig terrang.
Overdrivet mycket skinn kan dock innebara hudproblem.

Ogon - Ogonen ska vara svagt snedstillda, varken for djupt liggande eller fér framtriadande. De
ska vara tamligen stora med ovalt formade 6gonlockskanter som sluter an val (utan entropion
eller ektropion). Vissa 6gonproblem forekommer som t ex I6sa och in- eller utrullade
o6gonkanter (entropion resp. ektropion).
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Detta har lett till att rasen sedan 2015 ar under observation genom Séarskilda Rasspecifika
Domaranvisningar SRD. Detta noteras vid utstallningar i Sverige och foljs arligen upp av
rasklubben. Rapporteringen fran utstallningarna ar dock fortfarande for knapphéandig for att
rasklubben ska kunna se nagon trend. Dessutom vet vi att det finns ett morkertal, dd hundar
med tidiga problem inte kommer for bedémning.

Avel bygger pa att de hundar som fods upp foljer gallande rasstandard. Den stora andelen
hundar som far excellent och eventuellt dven CK visar dock att rasen har manga hundar med
utmarkta exteriora fortjanster.

MAL:
Fortsatta med rasmonstring med exteridrbeskrivning med individer
aldre an 2 ar.

Strategi:
e Gora arlig uppféljning av antalet deltagande hundar pa utstéllning.
e Gora en arlig utvardering av utstallningskritiker.
e Gora arliga uppfoljningar av utstallningsresultaten samt informera om detta.

MAL:
e Att klubben regelbundet arrangera en officiell utstallning (vart 3:e ar)

Strategi:
e Uppmana uppfddare att arrangera valptraffar i samband med klubbens utstéllning for
att 6ka deltagarantalet.
MAL:
e Oka kunskapen om rasen hos officiella exteridSrdomare som inte ar rasspecialister.

Strategi:
e Att medverka till att genomféra utbildningsdagar for denna malgrupp.
e Medverka till att 6ka kunskapen om sambandet mellan exterior och funktion samt
om rasens olika typer.

Summering

Vi ska ha en ras som lever léinge utan hélsostérningar. Den genetiska variationen ska vara
sd stor som det nu ér méjligt och andelen anlagsbéirare av drftliga sjukdomar ska hdllas lag

”

Allt avelsarbete inom SRBS har givetvis SKK:s grundregler som bas. Utover dessa har klubben
egna avelsrekommendationer som foljer FCl-standarden no 202.

Strategin ar de konkreta atgarder som ska genomforas under den kommande femarsperioden.
Pa detta satt kan man genom att uppna kortsiktiga mal ndrma sig de langsiktiga. En stor del av
arbetet blir sdledes att stodja uppfodarna i sitt arbete, men dven att arbeta for att
medvetandegora de enskilda hundagarna.
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For avelsansvarig ar det viktigt att denne far hjalp fran bade SRBS styrelse och Specialklubben
for kontinentala fagelhundar (SKF) men dven externt fran de som ar kunniga inom det omrade
som for tillfallet beh6évs inom respektive omrade.

Vid arsmotet ska genomforda atgarder redovisas arligen i verksamhetsberattelsen och
avstamningar mot malen ska vara en punkt pa varje styrelsemote i samband med genomgang
av avelsansvarig.

SRBS arbetar inom en femarsperiod i taget for att uppna angivna mal inom strategin, dar inte
annat angivits.

Plan for fortsatt arbete i klubben

SRBS ska:

e Kontinuerligt arbeta med och stodja utbildning som ger kunskaper om rasen.

e Arligen uppdatera klubbens informationsbrev till uppfédare, hanhundséagare och
jaktprovsdomare, dar det framgar hur dessa kan hjalpa till under de kommande fem
aren med att uppna de kortsiktiga malen i RAS. Dessa informationsbrev ska finnas
tillgdngliga pa hemsidan och i arsmoéteshandlingar, och en lank till dessa ska med
jamna mellanrum publiceras i lampliga nyhetsfloden.

e Fortsatta medvetandegdra hanhundsdgare om deras ansvar i aveln.

e Sprida kunskap om alla de omraden som omfattas av RAS: Jakt/funktion, mentalitet,
halsa, avelsstruktur och exterior.

e Hitta former for att stodja uppfodare i arbetet med att utvardera avelsresultat.

e Bracco Italiano adr en numerért liten ras med runt 20-30 registreringar per ar. Detta
innebar att alla Bracco Italianouppfodare maste ha vissa gemensamma avelsmal.
Klubbstyrelsen ska arbeta for att fa SKK att utarbeta och hitta en metod for att
kartldgga inavelsgraden inom populationen for att hitta mojliga alternativ som kan
leda till att bevara bredd och om mojligt bredda avelsbasen.

e Stddja uppfodarna och de enskilda hundagarna i arbetet med att bedriva verksamhet
for att uppna malen i RAS.

Grunden for denna rasspecifika avelsstrategi diskuterades vid SRBS’s arsmote 2004.
Revideringen av dokumentet har skett i SRBS/AK regi. Ar darefter 2014-03-03 6versand till
SKK/AK for faststallande.

Denna reviderade och uppdaterad upplaga har arbetats fram med hjalp av en arbetsgrupp
for RAS bestaende av Ann-Christin Skrucha, Ann-Sofie Lindén, Cissi Robyn Adner, lia Fehrm
Schllichter, Sofie Olsson och Viktor Steffner. Vid arsmétet 2019 03 09 fanns underlaget for
grundarbetet att ta del av.

Avelsstrategin har sedan lagts ut for kommentarer och synpunkter via klubbens nyhetsbrev
och hemsida.

Sammanfattning och rad till dig som tdnker avla pd Bracco Italiano
— Anvdnd den av dina hundar i avel som ér minst representerad i den europeiska aveln
och da féretrddesvis sett ur vdrldspopulationen. (Har du flera att vdlja pd, se vad andra
avlar pa och forsok sticka av fran mdngden, det gagnar alla — fér om det dyker upp
sjukdomar vi dnnu inte sett s@ dr chansen stérre att det finns hundar som inte dr slékt
med de sjuka individerna som vi kan anvénda fér att ta oss fran sjukdomarna).
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Anvdnd den hane som dr minst representerad i vdrldspopulationen och som dr sa
obesliktad som mdéjligt med din hund. Det réicker inte med att inavelsgraden i just din
kombination ¢ir Idg, om samma hane anvéinds till flera kullar

Prata med andra och/eller kontakta rasklubben fér rad nér du funderar pa para din tik.

Berdtta om defekter och sjukdomar som uppkommer — inte fér att utesluta individer ur
aveln, utan for att inte dubbla pd dessa. Tvad individer med gener fér tva olika
sjukdomar kan resultera i helt friska individer. Men en kombination man trott skulle
vara fri fran sjukdomar kan vara en dubblering av sjukdomarna, bara fér att man inte
fatt del av information kring sjukdomarna.
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Abstract

The Braceo ftaliano is one of the oldest
pointing dog breed, used for hunting ever
since the Renaissance time. The complete
electronic record of the breed was downloaded
from the ENCI database [whole population
(WP} = 24,613 animals registered since 1970
to 2011] with the aim to estimale genelic vari-
ability in Bracco ftaliano dog breed using pedi-
gree records. Up to 97% of the individuals had
registered parents and 86% registered grand-
fathers. Average generation interval was
4.6820.545 for stallions and 4.08+0.321 year
for dams. Reference population (RP) was
defined as the population of interest that
include living reproductive animals approach-
ing the last three generations and include 9006
dogs of which 34% were inbreds. The number
of ancestors was 564 in WP and 188 in RP
while the effective number of ancestors was 46
and 34 respectively. To explain 50% of the
genetic variability, a total of 18 and 9 ancestors
enough, respectively in the WP and RP. The
average inbreeding coefficient in the RP
resulted 6.7% while the average increase in
inbreeding was eslimated to be 129%
{Ne=38.86). Nevertheless a regular monitor-
ing of genetic variability of the population is
important and must be adopted, in order to
avoid the danger of an excessive increase of
inbreeding in the future, which would result in
significant inbreeding depression and in sig-
nificant loss of genetic variation.

[page 348)]

reduced genetic diversity related to small num-
bers of founders, and to the popular sires,
whose allelic pool is over represented in subse-
quent generations. Moreover the maling
between close relatives is frequently used lead-
ing to high rates of inbreeding with a conse-
quent increase of some genelic diseases
(Ubbink ef af,, 1992), mortality of puppies (Van
der Beek ef al, 1999) and inbreeding depres-
sion (Leroy, 2011; Shinkarenko ef al, 2010),
which is described as the decline in perform-
ances of inbred animals, particularly in the
areas of reproduction and of health (Urfer,
2009; Olichoek et al,, 2009). For these reasons
genelic ypifying is an important preliminary
step in any safeguard biodiversily program.
The genetic variability of a population can be
estimated from genealogical data (Cecchi et
al., 2009; Grazewska, 2007; Leroy ef af, 2006;
Leroy et al,, 200%; Maki et al., 2001) or using
the short tandem repeat (STR) molecular
markers (Kim et af, 2001; Koskinen et al,
2000; Leroy et al, 2009). Al the present several
researches used SNPs (Quignon ef al, 2007;
vonHoldt et al, 2010; Wayne and vonHoldt,
2012) because of the ease in genolyping a bi-
allelic marker and the ability to multiplex thou-
sands of markers in one reaction (Parker,
2012). The Bracco ftaliano is one of the oldest
pointing dog breed, used for hunting ever
since the Renaissance time. The late 19”-early
20" century saw a decline in numbers but due
to the enthusiasm of breeders the Braceo was
saved from extinction. The definitive breed
standard was approved by ENCI in February
1949 and nine months later, in November, the
Societd Amatori Braceo ftalione (Association
of ltalian Bracco Amateurs, SABI) was found-
ed. Al the present the studies on the genetic
characterization by microsatellites of the
Bracco ftaltano breed, using ISAG panel as
suggested by the international ISAG canine
parison test (Ciampolini et al, 2012),
showed a low genetic variability of the breed
(Ciampolini ef af, 2011).
The aim of this study was to analyse the
genetic variability of the Bracco Italiano dog
breed in terms of inbreeding and computing a
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Materials and methods

‘The complete electronic record of the breed
was downloaded from the ENCI database.
Animals were born between 1970 and 2011 and
all dogs constitutes the whale population (WP)
containing all founders, ancestors, and their
offsprings. The population is divided in: the
base of population {BP) defined as individuals
with one or both unknown parents, the refer-
ence population (RP) defined as the popula-
tion of interes! thal include living reproductive
animals approaching the last three genera-
tions. The effective population size of the RP
was performed using the methodology
described by Gulierrez ef al., (2009) and using
the regression-based eslimales.

The following demographic and genelic
paramelers have been calculated, using the
program ENDOG v4.8 (Gutiérrez and Goyache,
2005): i) the effective number of founders (fe)
the absolute number of founders () and the
effective number of ancestors (fa); ii) the

number of genealogical parameters that could
integrate the information obtained from the
analysis of molecular data and 1o identify
strategies to conserve or restore the genelic
variability of the breed.

[Ital J Anim Sci vol.12:e54, 2013]

Inbreeding coefficients (F); the number of
inbred animals and average inbreeding coeffi-
cient for each traced generation; iii) the pedi-
gree completeness: the number of full traced
generations, the maximum number of genera-
tions traced and the equivalent complete gen-
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erations; iv) the generation intervals.

Popular sires (defined here as >100 record-
ed offspring) and popular dams (=40 off-
spring) were identified. The number of
inbreds and the average inbreeding coefficient
per year were performed using CFC software
(Sargolzaei ef al, 2006). The distribution of
inbreeding level in the whole population were

Table 1. Numbers of offspring

per sire and per dam, numbers of popular sives and pop-

ular dams and percentage of sires and dams that are popular

analysed and eight different class level of
inbreeding were considered: 0<F<0.05;
0.05<F=0.10;  0.10<F=0.15; 0.15<F=0.20;
0.20<F<0.25; 0.25<F=0.30; 0.30<F=0.35;
0.35<F=0.40 (Sargolzaci et al., 2006).

Results and discussion

Demographic parameters

Into the ENCI database, 24,613 dogs has
been recorded in the years 1970-2011 (12,191
males and 11,890 females). In the period 1970-
1975 only 211 dogs were registered. Starling
from 1976 the average value was of
663.5=112.61 dogs per year (the lowest value
has been recorded in 1983 with 411 dogs and
the highest in 2003 with 897 dogs). In Figure

Number of sires 178 Number of dams 2916
Sire offspring Dam offspring

Maximum 191 Maximum T3

Medium 135 Medium 82
Number of popular sires 18 Number of popular dams 15
% of total sires 101 % of total dams (.51
Table 2. Main genealogical p P d for the Bracco lralians dog pedigree.
Whaole population 4613

Males 12,191

Females 11,880
Inbreed in the whole population 16,832
Reference population 9006

Males 4589

Females M7
Inbreed in the reference population 3055
Base population

{one of two unknown parents = f} 616

Table 3. Top 9 ancestors contributing to genetic variability of the reference population.

1, the delails of the pedigree qualily in Bracco  Ancestors Sex Year of birth Genetic variance, % Progeny
Ttaliano dog breed are shown. The percentage clonle M 199 1105 8
of completeness was computed as about 97% a9 M 1979 318 4]
for the parental generation, from 86.5% lo 54007 M 1986 753 191
884% for grandparent generation and from  Co13810 M 1970 551 108
75% to T9% for the third-generation of the 1018248 M 1975 185 %
great-grandparents. The pedigree complete-  CI052431 P 1985 i M
ness level was similar both in dam and sire  COG3314 M 1985 381 B
pathway. cloleg F 1970 350 9

Pedigree | rid il dby Clo13252 M 1970 338 53
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Figure 1. Pedigree completeness level in the whole pedigree data
gﬂ.nrpanenlst GGS and GGD, great grandpar-

files (GS and GD,
ents).
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Figure 2. Inbreeding trend for birth year.

[Ital J Anim Sci vol.12:e54, 2013]

[page 349]



RAS-dokument avseende Sida
Bracco lItaliano 27/42

SVENSKA KENNELKLUBBEN

HUNDAGARNAS RIKSORGANISATION

calculating the mean maximum generations,
the mean complete and the number of equiva-
lent generations traced. The mean maximum
generations and the mean complete genera-
tions were 7.27 and 3.56 respectively while the
number of equivalent generations traced
(sum, on all the generations of the ancestors,
of the ancestors’ proportion known lo every
generation) was 4.70. The generation interval
is an important parameter to derive various
demographic indexes of the populations. It has
been ealeulated separately for the stallions and
the dams and limited to the animals whose
progeny is reproduced in turn. The average
generation interval for animals born in the
period 1980-2011 was 4.680.545 for stallions
and 4.08+0.321 for dams; no significant differ-
ences were found between the two pathways
within each parent. These values were similar
to that reported on Beauceron dog breed
(Leroy et al., 2006), but higher than has been

b d for Bolog) (Sabbioni ef al., 2008),
for Basset fauve de Bretagne, for Bouledogue
Frangais and for Dogue de Bordeaux (Leroy ef
al,, 2006). Our results were lower than has

istered litter (178 dams and 99 sires). Popular
sires were 18 (1.01% of the sires) while popu-
lar dams were 15 {0.51% of the dams).
Table 2 summarizes the main genealogical
parameters computed by ENDOG. Number of
imals in the reference population was 9006
(4589 males and 4417 females), 33.92% of
which were inbreds. Number of animals in the
base population {one or both unknown par-
ents: absolute founders = ) was 616 (2.5%);
this low percentage points out the good knowl-
edge of the genetic structure of the breed. The
number of ancestors was 564 in WP and 188 in
RP, while the effective number of ancestor (f,)
was 46 in WP and 24 in RP. To explain 50% of
the genetic variability, a total of 18 and 9
stors enough, respectively in the WP and
RP. These results point out that only a small
number of males are used in reproduction. The
contribution of the main ancestors to the RP is
reported in Table 3. Only 9 dogs explained
more than half of the genetic variability within
the breed. In terms of number of progeny, the
most represented ancestors are the first five
sires with 563 offsprings and more than 37% of

1997): the medium-high value of the ratio f/fs
(0.75) would point oul the absence of a boltle-
neck in the history of the Bracco [taliano.

Inbreeding coefficient

Average value of inbreeding (F) and related-
ness (AR) in the whole population were 4.10%
and 3.51% respectively, while the average
value of F and AR in the reference population
(RP} were 6.29% and 4.11%. 6.20% is a medi-
um value in comparison at whal reported on
others breeds. In fact, concerning Italian dog
breeds the average coefficient of inbreeding
ranged from 2.27% in Lagotte Romagnolo
(Sabbioni ef al,, 2008) to 10.81% in Bolognese
dog breed (Sabbioni e af., 2007).

A lot of studies have reported inbreeding
results on foreign dog breeds. In particular the
average coefficient of inbreeding observed in
an ltalian population of Pit Bull Terrier dogs

Table 4. Distribution of inbreeding coefli-

been observed for Lagotto (Sabbioni ef i, segll::{‘;ﬁﬁfﬁe WP the number of effective. S i the mhole population.
2007}, for Barbet and f?r Berger d_es Pyrénées, founders (£} was 61.3; the effective number of Range No.
and for Braque SaintGermain, and for o . o depends on both the total number of 000 <F <005 10
Epagn_eu] Breton and for Montagne des g njors and the disequilibrium between their 005 < F <010 3931
Pyrénées (Leroy ef at., 2006). expected contributions to the gene pool. The 010 <F <015 1821
. comparison between the effective number of 015 <F<020 (i1
Genealogical data founders (f:) and the effective number of 020 <F <025 91
Sires and dams (Table 1) in total were 1783 ancestors (f) allows to reveal the decrease in 025 <F <0.30 260
and 2016 respectively, with a ratio dams-sires  genelic varialion in populations that have 030 <F <035 60
of 1.63. Most dams and sires have just one reg-  passed through a bottleneck (Boichard et al, 035 <F <040 1
Table 5. Populati istic on average inbreeding
Traced g i Animals, n Average F,% Inbred, % Average F for inbred, % Mean AR, %
i 532 0.00 i 0 0
1 1860 0.00 0 [ 0.55
] 1737 070 419 16.55 1.19
3 1502 ¥ 1838 12.05 1.82
L] 1562 300 4304 6.96 146
v 1814 388 6104 635 301
6§ 1738 361 7351 491 3.53
7 178 413 K H] 482 382
8 1738 166 .08 195 415
9 1762 530 9727 545 146
10 2017 576 99.90 57 475
1 1917 652 100.00 652 198
12 1784 604 59,33 6.08 504
13 1828 627 9874 635 5.16
] 15 621 10000 621 533
15 w7 846 100,00 846 a3
16 40 1239 100.00 12.39 5.58

AR, average relatedness.

[page 350]
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was smaller than Bracco ltaliano (3.73%;
Ciampolini et af,, 2013). The inbreeding coeffi-
cients ranged from 1.8% in the Golden
Retriever breed to 7.0% in the Kooiker dog
breed (Nielen et al, 2001). In a study on
breeds raised in Finland (Miki et al, 2001),
the average coefficient of inbreeding of dogs
born in 1998 ranged from 2.3% in the German
shepherd breed to 5.1% in the Finnish hound
breed while in a study on breeds raised in
France (Leroy et al, 2006) the average coeffi-
cient of inbreeding ranged from 3.3% in
Bouledougue Francais to 12.4% in Barbet
breed dog. Cole ef al. (2004) reports that popu-
lations of German Shepherd and Labrador
Retriever guide dogs exhibited an average
inbreeding level of 26.2% and 22% respectively,
while Cecchi et al. (2009) in an Italian colony
of dog guide reports values of 0.45% in German
Shepherd dogs, 0.38% in Labrador dogs and
0.49% for Golden Retriever dogs. Consi

number of traced generations and beginning
from the subjects with 10 traced g tions,

the history of the breed and to the possible
i e of pedigree errors, resulting from

maore than 98% of the animal Ited inbred.

Average F tended lo be always higher than the
corresponding AR values. Beginning to the
subjects with 5 traced generations the average
coefficient of inbreeding was higher than
3.125%. The highest coefficient of inbreeding
was observed in the 40 dogs with 16 traced
generations (F=0.1239). This value is too high

regi errors or undetected matings. On
the other hand molecular data were obtained
on a limited number of markers and animals
and thus there may be a sampling effect.
Today, the molecular approach is becoming
even more useful to manage the diversity,
because genolyping of markers is becoming
less expensive and beller correlations were
Kitel nd alEal

indicating the imporl of reducing the
inbreeding coefficient through the exchange
of breeding animals and avoiding mating
between too much related animals.

Conclusions

Inherited diseases have been identified in

therefore the complete database, 16,832 dogs
resulted inbred (8547 males and 8285
females); 9849 dogs of this (58.51% of the
inbred}), showed an inbreeding value lower 5%
while 623 dogs (3.70% of the inbred) showed
an inbreeding value higher than 20% (Table
3). Figure 2 shows the trend of inbreeding
computed by the year of birth of individual.

P d dogs more and more during recent
years, and the management of geneticvariabil-
ity assumed a major importance in dog breed-
ing. The quality of pedigree information of
Bracco Italiano dog breed is enough good and
although the breed has not an high consisten-
cy, the annual registrations to the ENCI data-
base is stable. On the other hand the high per-
centage of inbred animals for each traced gen-

Due to scarcily of dala, average inbreeding is
equal to zero for nine years; starting from the
beginning of the 1980s, with more genealogi-
cal data, inbreeding increases consistently and
reaches a maximum peak in 2011 {P=0.076).
Starting from the 2003 the F average value was
higher 6.25%, fe. the value resulling from the
mating of two animals sharing two grandpar-
ents {cousin mating) and all dogs resulted
inbred. AR values are always smaller than the
corresponding F values and are always below
the 5.6% (data not shown).

The average inerease in inbreeding was
estimated to be 0.51% per generation for the
WP (Ne=098.64) and 1.29% (N.=18.86) for the
RP. The trend of the inbreeding was increasing
with rather high value in comparison to that
reported in others ilalian breeds (Sabbioni ef
al, 2007, Lubas ef al., 2008} and foreign breeds
(Leroy et al, 2006}, but lower than reported on
Bolognese dog breed (Sabbioni ef al, 2008).
The effective population size reveals losses in
fitness as well as in genetic variability and it is
considered as one of the most fundamental
parameters that strongly influence the nature
and the rate of genetic information transmis-
sion across generations, population variability
and conservation stralegies.

The maximum number of traced genera-
lions was 16 (Table 4). The percentage of
inbred increased with the increasing of the

age

tions and for birth year, and the F and AR
values show that the management practices
are the main faclors explaining the observed
results. Often, to produce dogs that met the
standard, breeders employed inevitably
inbreeding practices with adverse effects for
population health, mating together closely
related individuals, which damages are aceen-
tuated by selectively breeding from small num-
bers of champion sires. In fact data prove that
the abusive repr ion of some individual
in the whole pedigree can be highly detrimen-
tal to maintaining the genetic diversity of the
breed. This is supporled by the low value of the
effective number of ancestors in the RP and
that only 9 ancestors explained 50% of total
genelic variability of the breed. The rate of
increase in the RP is also in the top range of

data, which may help in development of viable
conservation programs founded on maling
practices to avoid inbreeding in dog popula-
tions. Some authors (Leroy ef al., 2009) high-
lighted differences between the results
obtained with molecular and genealogical esti-
mators explained by the different characteris-
tics of the two approach. On the contrary our
resulls are consi with esti b d
from molecular data indicating the robustness
of pedigree analyses and the compatibility
between these two sources of information.
Both methods suggest that strategies for
genetic t could be improved in
order to avoid the danger of a further increase
of inbreeding, which might result in signifi-
cant inbreeding depression and in significant
loss of genetic variation. In particular the most
promising approach is to optimise the contri-
bution of the parents to minimize the average
kinship. This method may place constraints on
breeders limiting the choice of breeding ani-
mals to be mated. Outbreeding is a potentially
useful tool, especially to introduce diversity or
remove inherited disease from a given line.
Certainly, the choice of the animals should be
made by the Association of the breed (SABI),
which must consider the selection goals and
the standard of the breed. Moreover, even if
this suggestion is difficult to apply, a selection
within family should be performed, choosing
the best animal within each family and not
absolute best animals.

In this way every family will be represented
in the nex! generation avoiding the risk that
future breeding animals will be much related
and ing the e of the genetic

the acceplable level of 0.5-1% rec ded by
the FAD (1998) guidelines for the livestock
populations.

For a long time, pedigrees have been the
only data source available for the monitoring of
genelic diversily within a given population of
dogs. Genealogical analysis provided a compre-
hensive view of the evolution of genetic vari-
ability from the base of the population, partic-
ularly if the data are complete and reliable.
Infact the limitations of the pedigree analyses
are due lo the extent of pedigree knowledge,
t.e. the proportion of registered individuals in

diversity.
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Introduction

The Bracco Ialiano is one of the oldest
pointing dog breeds, used for hunting since
Renai e times. F I century paint-
ings show hunting scenes with dogs similar to
the present-day Bracco. [t was originally used
as a net dog breed to locate quails (partridges
and francolins) which were then captured in
nets. Historical records report that some of
these dogs were sent from Tuscany to the court
of the kings of France in the 15” century (De
Giuliani, 2006). At the end of the 19" century,
the breed suffered a period of decline due to an
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Abstract ENCI (the Italian Cynological Club) in 1949,

The Bracco ltaliano is one of the oldest
breeds of [talian pointing dogs, used for hunt-
ing ever since Renaissance times. After the
Second World War it was included among the
breeds officially recorded by the ENCI (the
Italian Cynological Club), and since 1970 more
than 23,000 animals have been registered;
there are currently approximately 750 births
per year. In this paper, we present the breed
characterization of the population at the
molecular level using 21 STR markers from the
panels recommended for the 2006, 2008 and
2010 ISAG canine comparison test. Number of
alleles, allele frequencies, deviations from
Hardy-Weinberg proportions, linkage disequi-
librium among locr, genetic similarity, genetic
distances and molecular co-ancestry-based
parameters were caleulated. The number of
alleles ranged from 3 to 9 (mean 643) whereas
the expected heterozygosity ranged from 0.44
to 0.81 {mean 0.64). There was a high genetic
similarity within the whole population (0.455)

howing the great homogeneity of the sampled

animals, as confirmed also by the small kin-
ship distance (0.336), by the high values of the
self molecular coancestry (0.703) and of the
inbreeding coefficient (0.406). These results
suggest the need for a careful genetic manage-
ment of the population in order to avoid the
risk of an ive i inthe inbreeding
level which would result in significant inbreed-
ing depression and in significant loss of genet-
ic variation.

when the definitive standard was established.
The Italian Bracco belongs to Group 7
(Pointing Dogs) of the ENCI and the first ani-
mals were recorded in 1970. Since thal lime,
more than 23,000 animals have been recorded
and more than 750 puppies are registered
every year. Since 1970, there have been more
than 4,700 farmers, more than 1500 stallions
and more than 1,900 bitches.

Today, the Bracco laliano is increasingly
important all over the world for hunting.

The Iraditional approach of evalualing the

©Copyright R. Ciampolini et af, 2011
Licensee PAGEPress, ftaly

Itafian Sournal of Animal Science 2011; 1059
doi: 10,408 Vijas. 2011659

lo ascertain specific g t
strategies should be adopted to avoid the
increasing genelic impoverishment thal would
result from the limited effective population
size.

genelic variation present in a population is to
estimate the mean coefficient of inbreeding
from genealogical data. This method has been
extensively used in dog breeds (Grazewska,
2007; Leroy et al., 2006; Leroy et al., 2000a;
Maki et ai., 2001). However, it is well known
thal it may result in erronecus estimales
because of incomplete records and/or pedigree
errors, More recently, the considerable
advances in molecular genetics have provided
a convenient way for characterizing the genet-
ic structure of populations. The genetic strue-
ture of the domestic dog has been investigated
using mitochondrial DNA (Tsuda et al., 1997;
Vila et al., 1997; Vila ef al, 1999), or
microsatellite markers (Kim et al, 2001;
Koskinen et al., 2000; Irion ef al., 2003; Leroy et
al., 2009b; Parker et al., 2004}, or both {Parra
et al., 2008).

The aim of the present study was to investi-
gate the extent of genetic variation characl

Materials and methods

Animals

The study was performed using 72 unrelated
Bracco Italiano dogs. Data were collected at
meetings organized by the Bracco ltaliano
breed club; first-degree and second-degree rel-
atives were excluded; the final sample includ-
ed animals from 44 different farms (breeders)
scattered throughout Italy.

Genomic and statistical analysis
Genomic DNA was extracted from 5 ml of
peripheral blood samples and DNA was isolal-
ed using the Genelute blood genomic DNA kit
(Sigma-Aldrich, Milano, Italy).
The 21 microsatellites investigated belonged
to a markers panel proposed by ISAGFAQ, for the
Is of Domestic Animal Diversity

izing the Bracco [ltaliano breed using
microsatellites. Our objectives were o deler-
mine the values of the main parameters
describing the genetic health of the breed, and

[Ital J Anim Sci vol. 10:e59, 2011]

(ISAG/FAD, 2004) and located in 19 chromo-
somes. Primer sequences for the microsatellites
are available from httpdidad fav.orglervrefen’
Irbraryguidelin/markerpdf. The 21 microsatel-
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lites were amplified in 5 multiplex PCR reac-
tions. Amplification of the 5 multiplex was car-
ried out in a total reaction volume of 10 pl, con-
sisting of 6.25 ul MasterMix (Qiagen Multiplex
PCR kit), 0.1 ul of each primer (10 uM), 1 ul of
DNA sample (2 ngful) and 1.55 pl of Hs0. The
PCR reaction was carried out on a Gene Amp
PCR System 2700 thermal cycler (Applera) by an
initial denaturation at 95° C for 15 min, followed
by 47 cycles at 95°C for 30 5, 58°C for 90 s and
72°C for 60 s. The thermal profile ended with a
final extension at 60°C for 30 min. Amplicons
were separaled and delecled by capillary elec-
trophoresis on an ABl Prism 310 Genetic
Analyzer (Applied Biosystems) using POP4 and

common alleles (A) in relation to the 2L possi-
bilities (L=number of considered loer). The
similarities between each pair of individuals
were then averaged over the whole population.
Genotype assignment test of individuals com-
ing from different farms was performed using
the ARLEQUIN package in order to highlight
possible genelic sub-structures in the total
sample originating from farm membership.
The following p were compuled al
the population level using the Molkin program
(Gutierrez ef af., 2005): molecular coancestry
coefficients (Caballero and Toro, 2002), kin-
ship distance, and F—slausucs (Wright, 1978]

a 36-cm capillary array. Apparent DNA fragy
size was analyzed with the internal size stan-
dard Genescan 500ROX and GeneMapper
Analysis  version 4.0 software (Applied
Biosystems, Monza, Italy).

Allelic frequencies were estimated by direct
counting. Exact tests for deviations from the
Hardy-Weinberg equilibrium (HWE) and pair-
wise linkage  disequilibrium  among
microsatellite loci were performed using the
ARLEQUIN package (Excoffier et al, 2005).
Genetic similarities between animals were

The molecular co-ancestry b 2 indi
als, i and j (fi), is the probability that two ran-
domly sampled alleles from the same locus in 2
individuals are identical by state (Caballero
and Toro, 2002). The molecular co-ancestry of
an individual i with itself is self-coancestry
(si), which is related to the coefficient of
inbreeding of an individual i (Fi) by the formu-
la Fi = 2si -1. In turn, the kinship distance (Dg)
between 2 individuals i and jis Dy = [(si +
5i¥2] - fj (Caballero and Toro, 2002). MolKin
tes within-breed molecular co-ancestry

investigated by comparing the individual mul-
tilocus  genotype of each individual
(Ciampolini et al., 1995). Genetic similarity is
defined as P=A2L, where Pis the proportion of

Table 1. Number of alleles, p

and Dy by simply averaging the corresponding
values for all the within-population pairs of
individuals.

i ion content (PIC), observed and

1
expected heunmgustry, and dq;artum fmm Hardy-Weinberg equilibrium for the 21

microsatellite foci,

Results and discussion

All 21 Joci were polymorphic and had a total
of 135 alleles ranging from 3 (INU030) to 8
(AHTh171) (Table 1). Among the focs studied,
the population was found to be in Hardy-
Weinberg equilibrium at the following locs:
AHTK211, FH2054, INRAZI, INU0O55 and
REN169018. On the other hand, six microsalel-
lites showed significant deviation {AHTH260,
CXX279, REN105L03, REN54P11, REN162C04:
P<0.01; AHTH130: P<0.05). Mean observed
and expected heterozigosities were 0.5%4 and
0.639, respectively; expected heterozygosity
values were lowest for AHTH260 (0.444) and
highest for REN169018 (0.807). Although dif-
ferent markers were used, the expected het-
erozygosity of the Braceo Italiano is similar to
that of other European dog breeds (0.56,
Bedlington Terrier; 0.62 Golden Retriever;
0.64, Pembroke Welsh Corgi; 0.64 German
Shepherd; and 0.72 Wirehaired Dachshund)
{Koskiner and Bredbacka, 2000).

Seventeen microsatellites out of 21 showed
heterozygote deficiency. On average, there was
a significant deficit of heterozygotes
(Fis=0.061£0.024). Similar values were report-
ed by Morera et al. (1997) (Fis=0.085) and by
Jordana et al. (1992) in a group of 10 Spanish
dog breeds (Fis=0.040). Such moderate values
of Fis can easily be explained by non-random
mating or population subdivision, or even by
mating hety latives. Alternatively, some
null alleles could be present that cause appar-
ent heterozygote deficit (Ciampolini ef al.,
2006) However, the Fis values were rather
among loct, and this evidence

points against such an explanation. The mean
of alleles per locus was 643

(SD=147). Although a comparison with other
breeds can be biased due to the different mark-
er sets used by different authors, it may be
noted that this value is near the upper range of
the published values for other breeds:
Greyhound, 2.5  allelesflocus;  Labrador
Retriever 3.3; German Shepherd, 3.3 (Zaje et
al., 1997} Flat-coated Retriever, 4.5
Dachshund, 5.6 (Fredholm and Wintero, 1995);

Andalusian Hound, 6.25; Spanish Greyhound
6.5; Maneto, 7.0 (Morera ef al., 1997); Czech
Dachshunds, 7.6 allelesfocus (Pribinovi ef al.,
2009); and 12 East Asian dog breeds, 7.75 (Kim

The mean polymorphism information con-
tent (PIC) was (.589 with a range of 0.408
(INU0S5) and 0.773 (RENIGO0I8). This
parameter was originally introduced by
Botstein et al. (1980). It refers to the value of a

Heterozigosity

Microsatellite marker No. of alleles PC Observed  Expected P b
AHTIZI 7 0675 0649 079 0198
AHTIS? 8 0,602 0.740 0643 0274
AHTH130 fi 0,602 0.597 0,668 0033
AHTRITI 9 0,653 0675 0.743 0133
AHTHZ60 7 0418 0364 0444 0,000
AHTEZ1 5 0449 0.597 0528 0816
AHTRZ53 fi 0.527 0481 057 0.244
CXN279 f 0627 0.597 0665 0.008
FH2054 8 0,680 0714 0740 0112
FHZ#8 8 0.574 0.597 0.601 0.715
INRAZ1 7 0.728 0.792 0.768 0,359
INUG03 fi 0.576 0.571 0642 0,085
INUO30 3 0467 0.506 0.552 0,866
INU055 5 0.408 0442 0472 0.676
RENI105L03 5 0.513 0.338 0.560 0000 etal,2001).
REN162004 5 0.591 0675 0,663 0009
REN16%018 fi 0773 0727 0.807 0204
REN165D01 8 0.676 0675 0.708 0113
RENZATMZ3 8§ 0.651 0.675 0.686 0.168
REN54PII 7 0.626 0.532 0664 0.000
RENGAEIS 5 0,509 0.519 0.597 0.072
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Table 2. Genetic similarities within the
pulation, the self molecular co-ancestry
F:). the awnge inbreeding (Fj), the mean
malecular coancestry (£, the kinship dis-
tances (Dy), and the Fis value.

Genetic similarities 0455
Self-molecular coancestry, s; 0.703
Average inbreeding, 0.406
Mean molecular co-ancestry, fy 0.337
Kinship distance, Dy 0.336
Fis 0.060

I depending on the ber of
detectahl.e alleles and the distribution of their
frequency, and has been proved to be a general
measure of how informative a marker is (Guo
and Elston, 1999). The higher the PIC value,
the more informative a marker is. In the pres-
ent study, microsatellites INUOS5, AHTH260,
AHTKZ11 and INOU30 appeared to be only
moderately informative (<0.50), whereas the
other microsatellite focr studied were highly
informalive.

Genelic similarity within the population
(0.455) represented a rather low genetic vari-
ability (Table 2). This value is higher than
those reported in other species such as cattle
(0.281, D'Angelo et al., 2006; 0.374-0.420,
Ciampolini et al., 2008) and sheep {0.318-
0.370, D'Angelo et al., 2009), but lower than
that reported on an endangered donkey breed
(0.489; Ciampolini ef al., 2007).

With the exception of the values reported on
Amiala donkey breed (Ciampolini ef al., 2007)
the values observed in our study for the mean
molecular coancestry (f=0.337), for the aver-
age individual self-coancestry (si= 0.703) and
for the inbreeding coefficient { Fi=0.405) were

the reproductive schemes is needed in order to
avoid the risk of an excessive increase in the
inbreeding level. This would result in signifi-
cant inbreeding depression and in significant
loss of genetic variation.

A potential strategy to reduce inbreeding
would be to identify, through molecular analy-
sis, males and females with the lowest molec-
ular co-ancestry and use these individuals for
reproduction.
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Introduction

The Bracco Ialiano is one of the oldest
pointing dog breeds, used for hunling since
Renai e times. F I century paint-
ings show hunting scenes with dogs similar to
the present-day Bracco. It was originally used
as a net dog breed to locate quails (partridges
and francolins) which were then captured in
nets. Historical records report that some of
these dogs were sent from Tuscany to the court
of the kings of France in the 15” century (De
Giuliani, 2006). At the end of the 19" century,
the breed suffered a period of decline due to an
incorrect selection criteria which resulted in
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Universita di Pisa, ltaly slow. However, the breed was revitalized after '3"“"‘““ ’e"e“':’.d_‘ 23'_5'3?“’“;"3’2“1 I
the Second World War when a club of support- fofp e 2011,
ers I:Tm!ghl the breed hack o Ilslorilginal char This work is licensed under a Creative Commons
acteristics through a prudent slrate- ibution NonC: ial 3.0 License (CC BY-
gy. The breed was officially registered by the | n¢3.0).

Abstract ENCI (the Italian Cynological Club) in 1949,

The Bracco ltaliano is one of the oldest
breeds of [talian pointing dogs, used for hunt-
ing ever since Renaissance times. After the
Second World War it was included among the
breeds officially recorded by the ENCI (the
Italian Cynological Club), and since 1970 more
than 23,000 animals have been registered;
there are currently approximately 750 births
per year. In this paper, we present the breed
characterizalion of the population at the
molecular level using 21 STR markers from the
panels recommended for the 2006, 2008 and
2010 ISAG canine comparison test. Number of
alleles, allele frequencies, deviations from
Hardy-Weinberg proportions, linkage disequi-
librium among locr, genetic similarity, genetic
distances and molecular co-ancestry-based
parameters were caleulated. The number of
alleles ranged from 3 to 9 (mean 643) whereas
the expected heterozygosity ranged from 0.44
to 0.81 {mean 0.64). There was a high genetic
similarity within the whole population (0.455)

howing the great homogeneity of the led
animals, as confirmed also by the small kin-
ship distance (0.336), by the high values of the
self molecular coancestry (0.703) and of the
inbreeding coefficient (0.406). These results
suggest the need for a careful genetic manage-
ment of the population in order to avoid the
risk of an ive i inthe inbreeding
level which would result in significant inbreed-
ing depression and in significant loss of genet-
ic variation.

when the definitive standard was established.
The Italian Bracco belongs to Group 7
(Pointing Dogs) of the ENCI and the first ani-
mals were recorded in 1970, Since that time,
more than 23,000 animals have been recorded
and more than 750 puppies are registered
every year. Since 1970, there have been more
than 4,700 farmers, more than 1500 stallions
and more than 1,900 bitches.

Taday, the Bracco Italiano is increasingly
important all over the world for hunting.

The Iraditional approach of evalualing the

©Copyright R. Ciampolini et ol., 2011
Licensee PAGEPress, ftaly

Itafian Sournal of Animal Science 2011; 1059
doi:10.408 Vijas 2011658

lo ascertain specific g t
strategies should be adopted to avoid the
increasing genelic impoverishment thal would
result from the limited effective population
size.

genelic variation present in a population is to
estimate the mean coefficient of inbreeding
from genealogical data. This method has been
extensively used in dog breeds (Grazewska,
2007; Leroy et al., 2006; Leroy et al., 2000a;
Maki et ai., 2001). However, it is well known
thal it may result in erronecus estimales
because of incomplete records and/or pedigree
errors, More recently, the considerable
advances in molecular genetics have provided
a convenient way for characterizing the genet-
ic structure of populations. The genetic strue-
ture of the domestic dog has been investigated
using mitochondrial DNA (Tsuda et al., 1997;
Vila et al., 1997; Vila ef al, 1999), or
microsatellite markers (Kim et al, 2001;
Koskinen et al., 2000; Irion ef al., 2003; Leroy et
al., 2009b; Parker et al., 2004}, or both {Parra
et al., 2008).

The aim of the present study was to investi-
gate the extent of genetic variation charact

Materials and methods

Animals

The study was performed using 72 unrelated
Bracco Italiano dogs. Data were collected at
meetings organized by the Bracco ltaliano
breed club; first-degree and second-degree rel-
atives were excluded; the final sample includ-
ed animals from 44 different farms (breeders)
scattered throughout Italy.

Genomic and statistical analysis
Genomic DNA was extracted from 5 ml of
peripheral blood samples and DNA was isolal-
ed using the Genelute blood genomic DNA kit
(Sigma-Aldrich, Milano, Italy).
The 21 microsatellites investigated belonged
to a markers panel proposed by ISAGFAQ, for the
Is of Domestic Animal Diversity

izing the Bracco [ltaliano breed using
microsatellites. Our objectives were o deler-
mine the values of the main paramelers
describing the genetic health of the breed, and

[Ital J Anim Sci vol.10:e59, 2011]

(ISAG/FAD, 2004) and located in 19 chromo-
somes. Primer sequences for the microsatellites
are available from httpdidad fav.orglervrefen’
Irbraryguidelin/markerpdf. The 21 microsatel-
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lites were amplified in 5 multiplex PCR reac-
tions. Amplification of the 5 multiplex was car-
ried out in a total reaction volume of 10 ul. con-
sisting of 6.25 ul MasterMix (Qiagen Multiplex
PCR kit), 0.1 ul of each primer (10 uM), 1 ul of
DNA sample (2 ngful) and 1.55 pl of Hs0. The
PCR reaction was carried out on a Gene Amp
PCR System 2700 thermal cycler (Applera) by an
initial denaturation at 95° C for 15 min, followed
by 47 cycles at 95°C for 30 5, 58°C for 90 s and
T2°C for 60 s. The thermal profile ended with a
final extension at 60°C for 30 min. Amplicons
were separaled and delecled by capillary elec-
trophoresis on an ABl Prism 310 Genetic
Analyzer (Applied Biosystems) using POP4 and

common alleles (A) in relation to the 2L possi-
bilities (L=number of considered loer). The
similarities between each pair of individuals
were then averaged over the whole population.
Genotype assignment test of individuals com-
ing from different farms was performed using
the ARLEQUIN package in order to highlight
possible genelic sub-structures in the total
sample originating from farm membership.
The following p were compuled al
the population level using the Molkin program
(Gutierrez ef af., 2005): molecular coancestry
coefficients (Caballero and Toro, 2002), kin-
ship distance, and F—slausucs (Wright, 1978]

a 36-cm capillary array. Apparent DNA fragy
size was analyzed with the internal size stan-
dard Genescan 500ROX and GeneMapper
Analysis  version 4.0 software (Applied
Biosystems, Monza, Italy).

Allelic frequencies were estimated by direct
counting. Exact tests for deviations from the
Hardy-Weinberg equilibrium (HWE) and pair-
wise linkage  disequilibrium  among
microsatellite loci were performed using the
ARLEQUIN package (Excoffier et al, 2005).
Genelic similarilies belween animals were

The molecular co-ancestry b 2 indi
als, i and j (fi), is the probability that two ran-
domly sampled alleles from the same locus in 2
individuals are identical by state (Caballero
and Toro, 2002). The molecular co-ancestry of
an individual i with itself is self-coancestry
(5i), which is related to the coefficient of
inbreeding of an individual i (F;) by the formu-
la Fi = 2si -1. In turn, the kinship distance (Dg)
between 2 individuals i and jis Dy = [(si +
{¥2] - fij (Caballero and Toro, 2002). MolKin
tes within-breed molecular co-ancestry

investigated by comparing the individual mul-
tilocus  genotype of each individual
(Ciampolini et al., 1995). Genetic similarity is
defined as P=A2L, where Pis the proportion of

Table 1. Number of alleles, p

and Dy by simply averaging the corresponding
values for all the within-population pairs of
individuals.

infi ion content (PIC), observed and

1
ted heterozigosity, and dq;anum fmm Hardy-Weinberg equilibrium for the 21

microsatellite foci,

Results and discussion

All 21 Joci were polymorphic and had a total
of 135 alleles ranging from 3 (INU030) to 9
(AHTh171) (Table 1). Among the focs studied,
the population was found to be in Hardy-
Weinberg equilibrium at the following locs:
AHTK211, FH2054, INRAZI, INU0O55 and
REN169018. On the other hand, six microsalel-
lites showed significant deviation {AHTH260,
CXX279, REN105L03, REN54P11, REN162C04:
P<0.01; AHTH130: P<0.05). Mean observed
and expected heterozigosities were 0.5%4 and
0.639, respectively; expected heterozygosity
values were lowest for AHTH260 (0.444) and
highest for REN169018 (0.807). Although dif-
ferent markers were used, the expected het-
erozygosity of the Braceo Italiano is similar to
that of other European dog breeds (0.56,
Bedlington Terrier; 0.62 Golden Retriever;
0.64, Pembroke Welsh Corgi; 0.64 German
Shepherd; and 0.72 Wirehaired Dachshund)
{Koskiner and Bredbacka, 2000).

Seventeen microsatellites out of 21 showed
heterozygote deficiency. On average, there was
a significant deficit of heterozygotes
(Fis=0.061£0.024). Similar values were report-
ed by Morera et al. (1997) (Fis=0.085) and by
Jordana et al. (1992) in a group of 10 Spanish
dog breeds (Fis=0.040). Such moderate values
of Fis can easily be explained by non-random
mating or population subdivision, or even by
mating hety latives. Alternatively, some
null alleles could be present that cause appar-
ent heterozygote deficit (Ciampolini et al,
2006) However, the Fis values were rather
among loct, and this evidence

points against such an explanation. The mean
of alleles per locus was 643

(SD=147). Although a comparison with other
breeds can be biased due to the different mark-
er sets used by different authors, it may be
noted that this value is near the upper range of
the published values for other breeds:
Greyhound, 2.5  allelesflocus;  Labrador
Retriever 3.3; German Shepherd, 3.3 (Zaje et
al, 1997); Flat-coated Retriever, 4.5
Dachshun¢ 5.6 (Predholm and Wintero, 1995);

Andalusian Hound, 6.25; Spanish Greyhound
6.5; Maneto, 7.0 (Morera ef al., 1997); Czech
Dachshunds, 7.6 allelesfocus (Pribinovi ef al.,
2009); and 12 East Asian dog breeds, 7.75 (Kim

The mean polymorphism information con-
tent (PIC) was (.589 with a range of 0.408
(INU0S5) and 0.773 (RENIGO0I8). This
parameter was originally introduced by
Botstein et af. (1980). It refers to the value of a

Heterozigosity

Microsatellite marker No. of alleles PC Observed  Expected P b
AHTIZI 7 0675 0.649 079 0198
AHTI3? H 0,602 0.740 0643 0274
AHTH130 6 0602 0.597 0,668 0033
AHTRITI 9 0,693 0.675 0743 0133
AHTHZ60 7 0418 0.364 0444 0.000
AHTE211 5 0449 0.597 0528 0816
AHTE253 fi 0547 0481 057 0.244
CXN279 f 0627 0.597 0665 0.008
FH2034 8 0,680 0714 0740 0112
FH2818 8 0.574 0.597 0.601 0.715
INRAZL 7 0728 0.792 0.768 0.359
INU0S 6 0.576 0.571 0.642 0.085
INU030 3 0467 0.506 0.532 0.866
INUISS 5 0408 0442 0472 0.676
REN10SLI3 5 0.513 0.338 0.560 0000 etal,2001).
REN162004 5 0.591 0675 0,663 0009
REN16%018 6 0.773 0727 0.807 0204
REN16SDOI 8 0.676 0675 0.708 0113
RENMTMZ3 8§ 0651 0.673 0,686 0.168
RENS4P11 7 0.626 .532 0664 0.000
RENB4E19 5 0.508 0.519 0507 0.072
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Table 2. Genetic similarities within the
pulation, the self molecular co-ancestry
F:). the awnge inbreeding (Fj), the mean
malecular coancestry (£, the kinship dis-
tances (Dy), and the Fis value.

Genetic similarities 0455
Self-molecular coancestry, s; 0.703
Average inbreeding, 0.406
Mean molecular co-ancestry, fy 0.337
Kinship distance, Dy 0.336
Fis 0.060

I depending on the ber of
detectahl.e alleles and the distribution of their
frequency, and has been proved to be a general
measure of how informative a marker is (Guo
and Elston, 1999). The higher the PIC value,
the more informative a marker is. In the pres-
ent study, microsatellites INUOS5, AHTH260,
AHTKZ11 and INOU30 appeared to be only
moderately informative (<0.50), whereas the
other microsatellite focr studied were highly
informalive.

Genelic similarity within the population
(0.455) represented a rather low genetic vari-
ability (Table 2). This value is higher than
those reported in other species such as cattle
(0.281, D'Angelo et al., 2006; 0.374-0.420,
Ciampolini et al., 2008) and sheep {0.318-
0.370, D'Angelo et al., 2009), but lower than
that reported on an endangered donkey breed
(0.489; Ciampolini ef al., 2007).

With the exception of the values reported on
Amiala donkey breed (Ciampolini ef al., 2007)
the values observed in our study for the mean
molecular coancestry (f=0.337), for the aver:
age individual self-coancestry (si= 0.703) and
for the inbreeding coefficient { Fi=0.405) were
clearly greater than that reported in literature
in other species such as cattle (Ciampolini ef
al., 2008}, sheep (Dalvit ef al., 2008; Dalvit et
al., 2009; D'Angelo ef al., 2009; Ciani ef af.,
2010} and horse (Marletta et al., 2006) while
the kinship distance {Dx=0.336) was smaller
than that reported in literature. The observed
values highlight that the low 1eve] of genelic
variation has arisen as a possibl

the reproductive schemes is needed in order to
avoid the risk of an excessive increase in the
inbreeding level. This would result in signifi-
cant inbreeding depression and in significant
loss of genetic variation.

A potential strategy to reduce inbreeding
would be to identify, through molecular analy-
sis, males and females with the lowest molec-
ular co-ancestry and use these individuals for
reproduction.
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Rasens historia, bakgrund och utveckling

Bracco Italiano ar en av de dldsta staende fagelhundsraserna och har anvants for jakt sedan
rendssansen. Pa malningar fran 1300-talet finns jaktscener med hundar och falkenerare som
paminner om dagens staende fagelhundar (se nedan).

De anvandes ursprungligen for att hitta tryckande honsfagel av rapphéns- och vakteltyp, som
sedan fangades med nat. Den har typen av jakt pagick till slutet av 1500-talet da namnet “Cane
da rete” hund for natjakt ersattes av “cane da ferma” stdende fagelhundar. Har i olika lander
och omraden kallats for 6msom stiende, sittande, stétande och liggande fagelhundar. De
sparade inte viltet utan sokte efter det genom vindvittring.

Braccoliknande hundar pé fresk fran 1300-talet av Ambrogio Lorenzetti

Det finns ocksa noterat i rapporter fran bland annat en domstol att ndgra hundar av braccotyp
kan ha sidnts frin Toscana till franska kungafamiljen pad 1400-talet, (De Giuliani C. 2006
Enciclopedia dei Bracchi De Vecchi Ed. Milano, Italy). Ar 1570 skriver Charles IX av Frankrike,
att det 100 ar tidigare forts in en mycket talangfull vit och réd hund av en tjinsteman vid
hovet. Denna hund var parad med den italienska kungens bista avelshund frin hans pack med
vita “hounds”.
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Bracco Italiano

Tvd bracchi bundna vid ett tréd av Piemonte- respektive Lombardiet typ; Jacocpo Bessamo
(1510-92)
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Bracco Italiano

Brief history of an ancient breed

N°2 Sesiae Nick, 1st place
among lightweight Bracchi in Pavia ir

Bracco av den ldttare typen fran 1903

Rasen som var ndstan utddd blev terupplivad efter andra vérldskriget, nér en grupp av
anhingare med Paolo Ciceri (kennel Dei Ronchi) i spetsen tog rasen tillbaka till sina
ursprungliga egenskaper genom en val genomtankt avelsstrategi. Rasen registrerades officiellt
under en enhetlig standard (efter att ha varit tudelad under en period) av ENCI (den italienska
kennel klubben) ar 1949. Den italienska Bracco Italiano tillhér FCl:s grupp 7 (Stdende
fagelhundar), rasklubben heter Societa Amatori Bracco Italiano, S.A.B.l. Mellan 1970-1975
registrerades endast 211 bracchi men sedan dess har rasen utvecklats och idag registreras runt
750 valpar varje ar i hemlandet.
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Nordisk braccohistoria

Det var pa en utstallning i Verona ar 1990 som Kennel Olympos, fick upp dgonen for rasen.
Till Sverige kom de tva forsta importerna, via Danmark 1994,

Rasen har sedan dkat langsamt men stadigt och 2017 var populationen cal75 - 200 stycken
och rasen hade rekordstora registreringssiffror med 39 registreringar (varav 4 importer). 2018
var dven det ar da rasen for forsta gangen hade en uppfédare, kennel Ensemble som lyckades
med bedriften att erhalla SKK:s bruksuppfodarpris.

Jaktlig historia

N&r man jagade med néat skedde detta ofta kvélls- och nattetid da faglarna trycker béttre och
luften dr fuktigare — hundarna hade pa sa satt |attare att fa vittring av fageln. Mangden vilt var
markant stdrre, sa stor att det bland annat finns beskrivet hur man fangade faglarna med bara
handerna. Allt eftersom jordbruket bredde ut sig och i princip all mark kom att brukas,
trangdes de vilda hénsen undan och nar sedan skjutvapnen kom, ville man ha hundar som
jagade snabbare, effektivare och tackte storre ytor. Dar kom de brittiska stdende
fagelhundarna att fylla behovet och de inhemska raserna trycktes undan. Vid slutet av 1800-
talet uppfoddes nagot som kallades bracco ranza, av en familj/sldkt av jagare som gjorde en
ytterst selektiv avel pa hundar fér jakt pa fagel. Hundar som blev ytterst populdra, men dar
man var sa selektiv i sin avel att man med all sannolikhet slog ut sig sjélv efter 70 ar av inavel.
Dessa hundars rykte som jakthundar var dock vida omtalat och 6verlevde och ligger till grund
for idealet fér Bracco Italiano av idag.

En summering av Bracco Italianos arbetsbeskrivning

(en bearbetning av den italienska jaktprovsstandarden)

Géangarten ar en langstrickt, snabbt trav som medger vissa faser av galopp, vilka motiveras i
vissa situationer, men gangarten infor standet ndr hunden fatt vittring ska vara trav. Soket ar
livligt och effektivt med ca 100 meters bredd och i serpentinménster éver marken fran sida till
sida, med lagom djup anpassat till vind och markférhallanden. Braccon ska jobba med livlig
svans och resning och vl buret huvud. Vid vittring saktar hunden gradvis ner, fortfarande med
hégt buret huvud, uppmirksamma dron men svansen halls under rygglinjen och rérelsen
avtar. Innan den fattar stand blir rérelserna allt mer smygande. Standet ar stramt med stel
svans, vilken halls latt lyft.

Om vittring kommer fran ett storre omrade eller en flock figlar dr ofta huvudets hallning ndgot
ldgre i standet. Stind med lag nos och kroppshélining &r vanligast vid sk i medvind dér
vittringen blir plétslig och stand fattas snabbare. Om viltet inte trycker ska hunden driva det
mot vinden med ldngsamma smygande rorelser. PA samma sétt jobbar den ofta pa Iépande
fagel. Karakteristiskt for rasen ska vara dess mjuka nira samarbete med sin férare — vi talar om
en hund som jobbar sjélvstindigt pa 100 meters hall, si det som avses ar dess lyhérdhet dven
for sin forare, trots sjdlvstandigheten. Bracco Italiano anpassar sitt arbete efter terrdngen
vilket gér det méjligt att anvinda den i manga typer av mark, da den anpassar sékets vidd efter
terrang.



	Inledning
	Generellt om rasen
	Rasens historia, bakgrund och utveckling
	Nordisk braccohistoria
	En summering av Bracco Italianos arbetsbeskrivning
	Övergripande avelsmål för rasen
	Genetisk diversitet
	Helhetsintryck

	Bracco Italiano population och avelsstruktur
	Nulägesbeskrivning
	Populationsstorlek, registreringssiffror
	Genomsnittlig kullstorlek
	Inavelstrend (inavelsökning), fördelning parningar
	Användning av avelsdjur, ålder första valpkull, avkommor per avelsdjur, barn-barn
	Kortsiktiga och långsiktiga mål


	Hälsa
	Nulägesbeskrivning
	Mortalitet
	Sjukdomar
	Bekämpningsprogram och DNA tester i andra länder

	Kortsiktiga och långsiktiga mål för hälsa

	Mentalitet & bruksegenskaper
	Nulägesbeskrivning
	Mål
	Beskrivning av kortsiktiga och långsiktiga mål

	Nulägesbeskrivning.
	Jakt & funktion
	Jaktprov
	Eftersöksgrenar 2014-2017
	Fältprov 2014-2016
	Kortsiktiga mål för jakt & funktion


	Exteriör
	Nulägesbeskrivning
	Exteriörbedömning/Exteriöra överdrifter


	Summering
	Plan för fortsatt arbete i klubben
	Källhänvisningar


